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Abstract: Cellular life is based on interacting polymer networks that serve as catalysts, genetic
information and structural molecules. The complexity of the DNA, RNA and protein biochemistry
suggests that it must have been preceded by simpler systems. The RNA world hypothesis proposes
RNA as the prime candidate for such a primal system. Even though this proposition has gained
currency, its investigations have highlighted several challenges with respect to bulk aqueous media:
(1) the synthesis of RNA monomers is difficult; (2) efficient pathways for monomer polymerization
into functional RNAs and their subsequent, sequence-specific replication remain elusive; and (3) the
evolution of the RNA function towards cellular metabolism in isolation is questionable in view of
the chemical mixtures expected on the early Earth. This review will address the question of the
possible roles of heterogeneous media and catalysis as drivers for the emergence of RNA-based
polymer networks. We will show that this approach to non-enzymatic polymerizations of RNA from
monomers and RNA evolution cannot only solve some issues encountered during reactions in bulk
aqueous solutions, but may also explain the co-emergence of the various polymers indispensable for
life in complex mixtures and their organization into primitive networks.

Keywords: RNA world; non-enzymatic polymerization; RNA catalysis; heterogeneous catalysis;
self-assembled and self-organized media

1. Introduction

Prebiotic chemistry is intimately linked with the emergence of life and should therefore have
comprised most chemical processes that yielded biomolecules or at least their precursors relevant
for the formation of precellular entities. It also determines at least in part the types of molecules that
compose cells even today. Although the chemical definition of life is still debated, the ubiquitous
presence of biopolymers at the core of the metabolism (peptides), information make-up (DNA, RNA)
of cells and that of other molecule types (lipids for membranes) highlight the need for their early
development, perhaps already during the time period in the Earth history that coincides with prebiotic
chemistry. However, depending on the approach to that question, whether one decides to explore
a top-down or a bottom-up perspective, one will be confronted with different questions that pertain
to the core of prebiotic chemistry. The top-down approach is defined as a retrospective search that
looks at common attributes of contemporary cells that likely were already present in the last common
ancestor(s) (LCA) and might have been present at the origin of life. That is, the time interval between
the emergence of the first “living” systems and the LCA, as well as the likely large difference in the
organization of these systems leave the door open for intermediate systems, products and potentially
victims of evolutionary processes, which might have left no traces in contemporary biochemistry.

Life 2016, 6, 40; doi:10.3390/life6040040 www.mdpi.com/journal/life

http://www.mdpi.com/journal/life
http://www.mdpi.com
http://www.mdpi.com/journal/life


Life 2016, 6, 40 2 of 19

Considering the bottom-up approach, a prospective process, the main issue lies in the availability
of the compounds on the prebiotic Earth, which is linked to the geochemical conditions on the early
Earth. Unfortunately, the dearth of geological evidence on this period prevents us from having a clear
picture. Indeed, this approach is clouded by uncertainties about the sources of prebiotic chemicals,
which would depend on the flux and nature of extraterrestrial compounds delivered on the Earth and
the nature of the primitive environment (atmosphere, ocean(s) and possibly landmass(es)). Even in the
event that the chemical molecules might have existed, their reactivity (stability, propensity to react,
e.g., polymerize or decompose) in this environment would have further defined whether they could
accumulate, polymerize and later whether the level of chemical complexity required for the emergence
of life could be attained.

2. RNA World Hypothesis

The RNA world hypothesis postulates that modern life, based on DNA, RNA and proteins,
was preceded by a primitive form of life in which RNA replaced both DNA and proteins, as a genetic
and catalytic polymer, respectively. Its prebiotic synthesis is therefore one of the most important
steps in chemical evolution. [1–3] This idea is supported by the discovery of RNA catalysts [4,5] and
the presence of “molecular” fossils in contemporary cells. For instance, the RNA catalysis of the
peptidyl bond formation in the ribosome [6], the ubiquity of metabolic co-factors that are composed of
a ribonucleotide moiety or have functional groups that resemble the structure of nucleotides and the
synthesis of deoxynucleotides proceeding via ribonucleotide intermediates [7].

The fundamental requirements of the RNA world hypothesis are (i) monomer (ribonucleotides)
availability; (ii) efficient non-enzymatic spontaneous and template-directed polymerizations, that is,
reactions whose RNA production must have at least outpaced the degradation of their products; (iii) the
capacity of short non-enzymatically polymerized RNA oligomers to possess a catalytic/binding
function and (iv) their capacity to self-assemble into long strands capable of evolved catalysis.
These various stringent requirements have led some of the pioneers in the field to qualify the RNA
world hypothesis as a “biochemist dream.” [1].

2.1. Availability of the Ribonucleotides

The availability of the ribonucleotides has long been an unresolved issue. RNA monomers are
conjugates of three different chemical parts, a phosphate, a ribose and a nucleobase (Figure 1A).
One synthetic difficulty encountered is more related to the linking of the parts into the monomers,
especially the glycosidic bond formation, than to the synthesis of each part individually. Indeed,
the synthesis of nucleobases from hydrogen cyanide or mixtures of formamide and urea, most recently
in interstellar ice models [8], that of sugar by the formose reaction [9] or the availability of phosphate
through leaching of phosphorus from Fe/Ni-rich meteorites [10] have been demonstrated. However,
an efficient way to join these parts into a nucleotide remains elusive. Taking a different approach based
on the use of prebiotically-plausible small substrates, Sutherland and co-workers, however, managed to
synthesize pyrimidine nucleotides in a series of synthetic steps, even though the reaction conditions
are significantly altered between each step, and the ordered addition of reactants is necessary [11].

It should also be noted here that as for any prebiotically-relevant species, a multitude of related,
but different compounds would have likely been “by-products” of prebiotic syntheses as exemplified
by the formose reaction that only delivers a small amount of ribose [9] among a multitude of sugars or
by the nucleobase synthesis from formamide and urea [8] that yields numerous heterocycles besides
the extant nucleobases. The presence of “by-products” might have either promoted the formation of the
ribonucleotides, or their polymers or alternatively inhibited it, or even lead to the decomposition of the
“target” molecules. The rapid decomposition of nucleobases [12] and sugars [13] in aqueous solution
also questions the concept of the RNA world. All of these observations have led some researchers to
doubt the prebiotic assembly of “pristine” RNA, as the first ancestral information molecules [14–16].
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In fact, the properties of RNA and their perfect suitability for current RNA functions suggest that RNA
may be “an emergent, highly refined molecule” [16].

Life 2016, 6, 40 3 of 19 

 

information molecules [14–16]. In fact, the properties of RNA and their perfect suitability for current 
RNA functions suggest that RNA may be “an emergent, highly refined molecule” [16]. 

  

Figure 1. Chemical structures and reactivity of RNA monomers. (A) General reaction scheme. Two 
monomers (1) react in the presence of a catalyst, e.g., metal-ions, amines, peptides or heat, to form a 
dimer (2) releasing a by-product R-H. The bond formed is a phosphodiester bond, but other types of 
chemistry have been proposed [17]. (B) Types of monomers proposed: (3) ribonucleotide 
monophosphate; (4) ribonucleotide monophosphate imidazolides, here imidazole (Im); many 
derivatives of imidazoles or other chemical activation groups have been used [17]; (5) 3´,5´ cyclic 
ribonucleotide monophosphate; (6) 2´,3´ cyclic ribonucleotide monophosphate. The by-product R-H 
is water when monomers (3), (5) and (6) react and an imidazole with monomer 4. (C) Other potential 
dimers: (7) 2’-5’ dimer, (8) 5’-5’ pyrophosphate dimer and (9) 3’-5’ cyclic dimer. The types of 
predominant products obtained during polymerization depend on the nature of the monomer (nature 
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Figure 1. Chemical structures and reactivity of RNA monomers. (A) General reaction scheme.
Two monomers (1) react in the presence of a catalyst, e.g., metal-ions, amines, peptides or heat, to form
a dimer (2) releasing a by-product R-H. The bond formed is a phosphodiester bond, but other types of
chemistry have been proposed [17]; (B) Types of monomers proposed: (3) ribonucleotide monophosphate;
(4) ribonucleotide monophosphate imidazolides, here imidazole (Im); many derivatives of imidazoles
or other chemical activation groups have been used [17]; (5) 3′,5′ cyclic ribonucleotide monophosphate;
(6) 2′,3′ cyclic ribonucleotide monophosphate. The by-product R-H is water when monomers (3),
(5) and (6) react and an imidazole with monomer 4; (C) Other potential dimers: (7) 2′-5′ dimer, (8) 5′-5′

pyrophosphate dimer and (9) 3′-5′ cyclic dimer. The types of predominant products obtained during
polymerization depend on the nature of the monomer (nature of the nucleobase (NB) and type of
activation).

2.2. General Consideration on Non-Enzymatic RNA Polymerization from Monomers

Assuming that RNA monomers were available, the next steps would be their incorporation into
oligomers and polymers relying on their chemical reactivity and simple catalysts, as enzymes were
absent on the early Earth. When considering this type of polymerization, one should differentiate
between monomer self-condensation and template-directed (TD) polymerization (Figure 2). In the
former reaction, nucleotides need to aggregate by themselves into supra-molecular assemblies, such as
extended monomer stacks, before being linked together into nucleic acid polymers. The resulting
molecules can then either be further elongated by additional monomers or be ligated together
to form ever-longer molecules. In the latter reaction, the nucleotides assemble onto a template
(i.e., a pre-existing nucleic acid polymer) by molecular recognition, a process involving a complex
interplay of dynamic intermolecular interactions. The template sequence, i.e., the nucleobase order
on the template, should ideally determine the nucleobase sequence of the polymeric product via
Watson–Crick base pairing. Thus, a sequence transfer should occur between the template and the
newly-synthesized polymer. This process should allow for the amplification of nucleobase sequences
and is also called replication. Two different types of replication can formally occur: self-replication and
cross-replication in the case of palindromic and non-palindromic template sequences (Figure 2A,B).
The challenge of the prebiotic replication is to achieve such a sequence-specific process in the absence
of enzymes and their proof-reading functions, which ensure low error rates in biological organisms,
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and thereby avoid error rates that would jeopardize the information transmission. Sequence amplification,
in particular those exhibiting a catalytic activity, would have been of paramount importance to the
emergence of an RNA world [1,18].

In both cases, the formation of the phosphodiester bond between two monomers is likely
a bi-molecular nucleophilic substitution (S2N) reaction [19], a condensation reaction that produces
a molecule of water for each phosphodiester bond formed (Figure 1A). Condensation reactions
at low concentrations of monomers are disfavored per se in an aqueous medium, while polymer
hydrolysis occurs more readily. In the case of ribonucleotides (5′-monophosphate), the 2′-OH and
3′-OH are competing nucleophiles leading to several possible products (Figure 1A,C). Experiments by,
among others, Kanavarioti and coworkers demonstrated that the 2′-OH is the stronger electrophile,
and the 2-product is kinetically favored, while the 3′-products are thermodynamically more stable [19].
The formation of RNA phosphodiesters is endothermic with an energy cost that should be similar
to that of the DNA phosphodiester bond measured at 5.3 kcal mol−1 [20]. To overcome this energy
requirement, i.e., reduce the energy barrier, two approaches can be followed: (i) the use of chemical
activation and prebiotic catalysts and (ii) that of heat.
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Figure 2. Template-directed polymerizations. (A) Self-replication versus (B) cross-replication.
Self-replication was the first successful replication reported [21] and is based on the fact that the
copying of a template sequence leads to its direct amplification. Cross-replication of nucleic acids is
similar to biological information replication: a template sequence is first copied given a RNA fragment
that is complementary to the original sequence. This new fragment can then act as a template and
be itself copied, yielding the original sequence. (C) Schematic representation of the various systems
used in the exploration of template-directed (TD) polymerization (N denotes a templating residue
on the template): (i) monomer/template. In this system, monomers have to associate, and they will
condense in the 5′ to 3′ direction (arrow); (ii) primer/template/monomer. The primer and the template
hybridize and the monomers will associate with the template while stacking at the end of the primer.
They will condense in the 5′ to 3′ direction (arrow) (iii) primer/template/monomer and micro-helper
oligomers. In this situation, only one monomer can be added at a time, and the micro-helper has to be
exchanged for a new round of polymerization to start; and (iv) hairpins. The 5′-end of the hairpin is
the templating sequence and the 3′-end the primer. The length of the stem in the number of base pairs
will determine the strength of hybridization. The condensation will occur as described for System (ii).

Compared to monomer self-condensation, template-directed polymerization is more sensitive to
repulsive interactions between charged reacting species during the duplex formation that is necessary
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for this polymerization type. Each monomeric subunit of oligonucleotide templates contains at neutral
pH one negatively-charged phosphate moiety that ensures template solubility. However, these charges
need to be shielded by cations for the hybridization with monomers and primers to occur; otherwise,
the electrostatic interactions of opposing phosphate groups would destabilize the duplex organization.
Thus, these reactions are usually conducted in high-ionic strength media, e.g., using sodium chloride
and magnesium chloride, but other molecules, such as polycationic species, could be envisioned.

2.3. Chemical Activation of RNA Monomers

Chemically-activated nucleotides, the nucleotide triphosphates that are used in biological
systems, exhibit a very low reactivity as monomers for non-enzymatic polymerization reactions [1].
Other activation groups that are better leaving groups than pyrophosphates [17] have been proposed,
e.g., imidazole (Im) phosphoramidates (Figure 1(4)) [22]. This particular activation group type was
selected, because it seemed to be relatively plausible under prebiotic conditions and was easy to use to
pre-activate nucleotides. The half-life of the activated species in an aqueous solution depends on the
chemical identity and the presence of hydrolytic metal ion catalysts, as well as the medium conditions
(temperature, pH) [17].

Instead of activating the nucleotide monomers prior to the reaction, it is also possible to use
water-soluble in situ coupling reagents, cyanogen, cyanamide or various derivatives of carbodiimide.
Such a process might model more accurately the situation on the early Earth and does reduce the
number of reaction and purification steps and also resolves the hydrolysis problem observed with
pre-activated monomers. The drawback of this approach lies in the number of additional reaction
components and the formation of side products that might interfere with the condensation reaction [23].
Water-soluble carbodiimides, like 1-ethyl-3-(3-dimethylaminopropyl)carbodiimide (EDC) [24] and
hydroxy-7-azabenzotriazole (HOAt), have been used [25–27]. In the laboratory, 10 molar equivalents of
EDC for guanine monomers and 50 molar equivalents for thymidine/uridine monomers are however
required to yield an efficient coupling [23]. In these investigations, 1-methylimidazole (1-MeIm) was
found to be the best additive (better than 2-MeIm) [23]. Others studied in situ activation agents, such as
cyanamide [28] and cyanogen [29,30], which seem even more prebiotically plausible [31], which were
also shown to be efficient for chemical ligation reactions between nucleic acid oligomers.

Finally, the cyclic forms of nucleotides represent another form of activated nucleotides [32]: the
2′-3′ species (Figure 1(6)), which is the product from the decomposition of RNA oligomers, and the 3′-5′

ones (Figure 1(5)). Both will react under dry or almost dry conditions [33], the 3′-5′ cyclic monomers
being more reactive. However, their availability is still being debated due to their high energy and
related rapid decomposition [33,34]. All chemical activation techniques can in principle be applied to
activate nucleic acid oligomers, as well.

3. RNA Polymerization in Bulk Aqueous Media

3.1. Non-Enzymatic Self-Condensation of RNA Monomers in Aqueous Media

Even though condensation reactions at low concentrations of monomers are disfavored per se
in an aqueous medium, the first investigators erroneously expected the π-π interactions between
the hydrophobic heteroaromatic ring structures of the nucleobases (i.e., spatial interactions of
nucleobases with neighboring rings through electron fluctuations) to force nucleotides to align into
stack-like organizations conducive to polymerization. Indeed, different experiments had shown
that base-stacking has the largest contribution to the stability of nucleotide duplexes in aqueous
solutions [35].

Early investigations were carried out in a rather unsystematic fashion due to the lack of
solid information on the geochemical conditions prevalent on the early Earth [17]. Overtime,
5′-phosphoimidazolide derivatives became the main type of monomers used to investigate monomer
self-condensation at low monomer concentrations and in conjunction with metal-ions whose catalytic



Life 2016, 6, 40 6 of 19

activity significantly improved reaction rates. The condensation efficiency of metal ions can be listed in
the following sequence (lowest to highest): Hg2+ ≈ Cu2+ ≈ none < Mg2+ ≈ Ca2+ < Cd2+ ≈ Fe2+ < Ni2+

< Mn2+ < Zn2+ < Co2+ < Pb2+ [36]. Their catalytic activity roughly corresponds to their affinity for
nucleobase residues [37]. The uranyl ion UO2

2+ is also described as an efficient condensation catalyst
that favors 2′-5′ regioselectivity [17].

The reaction yields in terms of total condensation generally remained low, and short oligomers
were the main products in aqueous solution at low monomer concentrations: uridylate being the most
difficult monomer to oligomerize. The 5′-capping of the oligomeric products by a pyrophosphate dimer
(NppN, Figure 1(8)) and cyclization of oligomers can occur [38]. However, 2′-5′ linkages predominate
in the linear oligomeric products. To boost the polymerization yields for imidazolide monomers,
Kanavarioti and co-workers increased the monomer concentrations above the 1 M concentration
without significantly improving reaction yields or product lengths [39,40].

In most cases of successful self-condensation of 3′,5′ cyclic nucleotides (cNMP), the reaction
proceeded by drying and/or heating melts, a procedure whose simplicity seemed appealing in the
light of the origins of life. Under these conditions, 3′,5′ [41] and 2′,3′ cNMP [42] were reported
to condense into penta- and hexa-mers. The hexameric products contained mostly 3′-5′ linkages
when aliphatic diamines were added to the reaction mixture (pH ca. 8, 25–85 ◦C). In more recent
reports [33], the 3′,5′ cGMP were polymerized into 40 mers after a 15-h incubation at 50 ◦C, but the
authors estimated the monomer incorporation to be less than 2%. Some residual bulk water completely
precluded the polymerization.

3.2. Non-Enzymatic, Template-Directed Polymerization of RNA Monomers in Aqueous Media

A plausible non-enzymatic, template-directed polymerization of ribonucleotides that could
occur in the prebiotic environments is necessary to realize the RNA world, but its mechanistic
nature is still an open issue. However, the functionality of RNAs extensively depends on their
conformation, which is defined by the interactions between secondary and tertiary structure motifs
whose assembly is conditioned by the nucleobase sequence and interactions with solutes, e.g., divalent
cations. The resulting motifs (hairpins, pseudo-knots) and structures (guanosine quadruplets and
triple helices) can partially block the template-directed polymerization, as the interactions between
strands are more stable than the interaction of a template and monomers. Studies on the stability
of secondary and tertiary structure motifs and on the activity of ribozymes have demonstrated that
solutions exist to prevent their formation. One solution is to chelate metal ions that stabilize the
RNA in an undesired conformation. Another is to use molecules or surfaces that interact with the
ribose-phosphodiester backbones to unfold a nucleic acid molecule.

To explore TD polymerization, various systems have been used: System (i) linear template;
(ii) linear template/primer; (iii) linear template/primer with small oligomers (4- to 6-mers) that
hybridize downstream from the insertion point and (iv) hairpins, which can be seen as “primers covalently
linked to their template” (Figure 2B). In System (i), the formation of a complete, correct copy of the
template requires the monomers to align themselves on neighboring template bases and form stacks
that fill the whole template. The polymerization in a stack of monomers can occur between any
two monomers, which could prevent the full copying of a sequence. Systems (i) and (ii) are very similar
as far as the polymerization process and rates are considered: short pre-synthesized oligonucleotides
that hybridize with the template (primers) precisely define the starting point of the polymerization or
primer elongation (at the 3′ end of the primer). As demonstrated by Kanavarioti and co-workers [43],
the formation of a dimer is the rate determining step in the template/monomer System (i), and the
rate for the subsequent formation of the trimer is an order of magnitude higher, while the elongation
to longer oligomers (≥4-mer) is even faster. Thus, the primer elongation from the 3′/2′ hydroxyl of
the primer end will predominate [44]. The hybridization can force the template into an A-helix form
for RNA that clearly enhances the rates [45], and the primer offers a base-stacking surface for the new
approaching base, which will improve monomer association with the templating sequence. In a few
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studies [24,25,46], the interactions between the incoming monomer and template at the 3′ end of the
primer were strengthened by the addition of short oligomers (4 to 6 nt) that hybridized downstream
from the monomer insertion point (System (iii)): in such a system, the incoming monomer is associated
more tightly with the template due to the increased stacking, hence increasing its probability to be
linked to the primer. However, this last system should be viewed as a technological fix to improve
sequence-specific monomer incorporation than a truly plausible prebiotic setup. System (iv) should
exhibit a more efficient (because of its intramolecular character) hybridization between template and
primer than in the previous tri-component system. In addition, the hybridization can be reinforced by
the loop sequences, e.g., UUCG or GCAA [47].

In contrast to cellular replication, the templates used in non-enzymatic template-directed
polymerization that are considered here are relatively short. Thus, the reaction efficiency in terms of
monomer incorporation and the length of the products will be influenced by the reduced monomer
stacking observed at both ends of a template [48,49], even in the case of primer elongation [50,51],
a fact that will affect the completion of replication if the template ends directly at the end of the
templating sequence.

The experiments aiming at uncovering the intricacies of the non-enzymatic TD polymerization
were usually conducted using imidazolide monomers, metal-ion catalysts, such as Mg2+, Pb2+, Zn2+,
[UO2]2+, or mixtures thereof in high-ionic strength media (monovalent salts for duplex stabilization)
and at low temperatures (0 ◦C to 4 ◦C) to enhance the intermolecular interactions between monomers
and templates, as well as primers in the corresponding studies. Using a template/monomer system,
the insertion of activated monomers on the homopolymeric templates with cognate residues only
yielded good incorporations of activated G monomers on poly(C) templates [52,53] with products of
a monomer unit length in excess of 40. Dependent on the identity of the activation group, the reaction
could be extremely regioselective, as products obtained from 2-methylimidazole pG (2-MeImpG) were
exclusively 3′-5′ linked [54]. Polymerization yields and rates decreased in the following sequence:
G >> A > C > U, on their respective homopolymeric templates.

In experiments with heteropolymeric templates (template monomer system) and the
hairpin/monomer system, the product yields heavily depended on the template sequences and
template length. In these systems, the major obstacle to an efficient template-directed reaction was again
the poor reactivity of activated uridine [44,50,55–59], even if U derivatives were used and D nucleobases
replaced A (three H-bonds can be formed by D•U). In fact, activated G and C nucleotides could only
polymerize efficiently, if the poly(G,C) template sequence contained over 60% of C-residues [1]. If the
template sequence contained more than one other residue (A, G, U) between stretches of C residues,
replication became extremely slow in the case of GT or TG sequences or was even completely blocked
by AT, TA, AA, GA and AG sequences [50,51,59]. Note that DNA templates were often used in
the laboratory, as their decomposition is negligible. In a template/primer/monomer system [60],
the elongation of the primer was also inhibited by mixtures of monomers (monomer cross-inhibition),
and the elongated products often contained mismatches. In particular, G monomers were added
instead of D/A monomers possibly due to the formation of a wobble base pair between a U residue on
the template and activated G monomers.

In general, the regioselectivity of the phosphodiester bonds depended on both the catalyst
identity and the activation group of the monomers. Even though a relatively efficient template-directed
polymerization on heteropolymeric templates can be achieved, the main obstacle for a true amplification
of RNA in bulk aqueous solution remains the fact that a RNA product obtained on a template
containing 60% C residues will itself never be a template for cross-replication, as it contains only
40% C residues.

In an attempt to alleviate these issues (U incorporation and related slow polymerization rates)
encountered in the non-enzymatic TD polymerization in bulk aqueous media, experiments with
monomers with chemical modification either on their nucleobases or their sugar were carried out.
From the point of view of the origins of life, the use of non-canonical nucleobases may be extremely
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relevant, as it is likely that other non-canonical nucleobase were formed simultaneously to the
canonical ones [15]. The replacement of the phosphodiester bonds or even the phosphate-ribose
backbones has been proposed to solve the difficulties inherent to the synthesis of RNA from a chemical
point of view [16,61]. However, the potential to interact with RNA should not be lost to ensure
evolutionary continuity.

Improvements of the polymerization rates of A could only be obtained by replacing the weak
base pair A•U by D•5′-propynyl-U derivatives whose base pair possesses an additional H-bond [57]
or using the 2-thiouridine derivative (2-thioU) [62]. In the latter case, the use of 2-thioU in the template
did not improve the incorporation yields of activated adenosine monophosphate (AMP), except when
the templating sequence contained a single 2-thioU and otherwise multiple C residues.

The replacement of one of the ribose hydroxyl groups by an amino group increased
the polymerization rates as expected from the higher nucleophilicity of the amino group [63].
Template-directed polymerization of 3′-amino-3′-deoxyribonucleotides proceeded more efficiently,
but the regioselectivity of the products was not improved per se, as a significant number of 2′-5′

phosphodiester bonds were also formed. Activated, 2′- or 3′-amino-2′- or 3′-deoxyribonucleotides
(2′-NH2-2′dNMP or 3′-NH2-3′dNMP), 2′- or 3′-amino-2′,3′-dideoxynucleotides (2′-NH2-ddNMP or
3′-NH2-ddNMP) could be better incorporated into products than activated thymidine monophosphate
(TMP) or deoxyuridine monophosphate (dUMP).

The use of these activated amino DNA monomers or 2-thioU has also permitted the discovery of
an inherent property of the non-enzymatic polymerization that clearly supports the possibility of an
efficient propagation of the genetic information in a non-enzymatic fashion. It was long considered
that one major drawback of this type of polymerization was its error-proneness (close to 20% of
misincorporation) [64], which would extremely reduce the applicability of this method for a nucleic
acid of a length corresponding to known enzymatically-active RNA molecules. Irene Chen and
co-workers [65,66] have however shown that the incorporation of a noncognate nucleobase at the
3′-end of a primer (terminated with 3′-NH2-ddNMP) reduces rates of a subsequent elongation by
more than two orders of magnitude compared to those observed in the case of correct elongation.
This phenomenon was coined stalling and has been recently confirmed with 2-thioU [62]. Thus,
the intrinsic dynamics of the reaction could well steer the nucleic acid production towards sequence
fidelity higher than expected from its inherent error rates.

While both monomer self-condensation and non-enzymatic TD polymerization in bulk aqueous
solutions have broadened our understanding of RNA polymerization, it is clear that a number of issues
remain: in particular, (i) the uridine derivative lack of reactivity; (ii) the fact that RNA polymerization
in bulk aqueous solution was always conducted at high monomer and catalyst concentrations and
in isolation, i.e., a relative pure system in terms of bystander molecules or other chemical systems;
and (iii) the link between RNA products and their potential activity is still elusive. This last issue
relates both to the chemical nature of the RNA products (e.g., regioselectivity of phosphodiester bond
and molecule length in monomeric units) and type of activity that might be expected as the primitive
RNA function.

4. Heterogeneous Media as Supporting Environments for RNA Polymerization

4.1. Rationales behind the Heterogeneous Media and Their Nature

Bulk aqueous solutions are not conducive to the extensive condensation and TD polymerization
reactions. Reactants are diluted very quickly, as diffusion rates are high, and water shifts the
equilibrium towards hydrolysis. RNA polymerization reactions usually require critical concentrations
of monomers [40] or of their precursors [24] in the range of several 10 s to 100 s mM [17] for an effective
product synthesis (both in terms of numbers of molecules and their length). Such concentrations on the
early Earth seem to be unrealistic in a bulk aqueous medium. To overcome this issue, adsorption on
mineral structures, i.e., the recourse to heterogeneous catalysis, was proposed early on [67]. This view
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has gained traction, and a number of authors are now advocating the study of integrated molecular
systems and of their emergence within putative geological environments [68].

The type(s) of heterogeneous media that would be available depends on geochemical conditions
on early Earth. As mentioned earlier, to definitely ascertain them is difficult given the evidence
that is available. Researchers made very different propositions about the conditions prevalent on
the early Earth: hot/cold (even mostly ice-covered Earth), completely covered by water or with
proto-continents, i.e., with a solid crust and the potential for fresh water. The chemical compositions
of aqueous/atmospheric environments are also debated. It is also plausible that the early Earth
was a patchwork of microenvironments. The exploration of the universe in search for planets and
planetoids capable of sustaining life undertaken in recent years has also established that (i) most water
in the universe is present as ice; (ii) ice-covered celestial bodies, e.g., Europa and Enceladus in our
solar system, have liquid water below their ice sheets and (iii) many stars possess planets that could
harbor water.

Thus, depending on the researchers’ assumptions, several types of heterogeneous polymerization
environments can be proposed: mineral formations and surfaces, eutectic phases in water/ice and
water/salt systems and self-assembled molecular systems, such as lipid aggregates (Figure 3). Several
examples of these heterogeneous environments have been investigated for their ability to promote or
catalyze RNA polymerization reactions, as well as the activity of functional RNAs (see below).
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clays, such as montmorillonites (the most studied ones), consist of alternating tetrahedral and
octahedral silicate layers. Their surface possesses easily exchangeable metal ions, whose replacement
defines the surface charge [69]. During weathering, negative charges appear that can interact with
the activated ribonucleotides and oligomers; (B) Channels in mineral formations. When hot aqueous
solutions containing high concentrations of inorganic ions come in contact with colder water, e.g., on the
sea floor [70], the ions precipitate in solid formation around the jet of hot water (arrow with hashed tail).
When a temperature gradient exists in the resulting water channels, processes called thermal convection
and thermophoresis (half-white head arrows in the insert) can take place that can in conjunction with
gravity concentrate solutes, both ribonucleotides [71] and oligomers [72], present in the aqueous
solution, especially if a depression in the rock can serve as a trap (double-head arrow with hashed tail);
(C) Eutectic phase in water/ice. This heterogeneous system is formed upon lowering the temperature
of a reaction sample containing ionic solutes past its freezing point. At that temperature, water begins
to nucleate and form pure water ice, which effectively reduces the volume of the remaining liquid that
forms a network of brines (channels containing liquid water) [73,74]; (D) Organic molecule aggregates.
Organics, such as amphiphiles, peptides and sugars, can self-assemble into organic structures that
can compartmentalize solutes. In the case of closed lipid bilayers, so-called liposomes, the bilayers
structures themselves will serve during dehydration processes, and solutes present around/within the
structures will be encapsulated in the bilayer fragments that are deposited on a support. The resulting
mixed layered aggregates are not in a solid, but rather a liquid crystalline state [75].

In general, the heterogeneous catalytic environments are expected to fulfill at least some of the
following functions: concentrate reactants (monomers, template, catalysts), provide a micro-environment
(i.e., a form of compartmentalization) that is conducive to RNA polymerization, i.e., an environment
where the reactants are to some extent ordered into molecular configurations promoting the reaction
and reduce the hydrolysis of both products and activated reactants. Additional functions could also be
expected, such as the selection of the ribonucleotide monomers or their molecular precursors from
other bystander molecules and support of the RNA product activity, as well as perhaps favoring
specific RNA linkage regioselectivity or, in general, specific chirality.

4.1.1. Mineral Surfaces and Formations

Minerals have been considered as catalytic surfaces [67] or micro-environments that would permit
the accumulation of solutes, even in a selective manner either via specific direct association of solutes
on the mineral surface (Figure 3A) or by allowing accumulation of reactants by thermophoresis and
convection processes in channels or small pores (Figure 3B) within the mineral formation [71].

In the case of direct association, the absorption should permit the accumulation of ribonucleotides,
position the molecules in reactive conformation and protect them from degradation as proven by,
e.g., the interactions of silica with ribose, which promote its ribofuranose form and prevent its
degradation [76], or the stabilizing interaction of borate with ribose [77]. The catalysis of RNA
monomer self-condensation and TD polymerization has been evidenced on several minerals [17],
most prominently on clays, such as homoionic montmorillonites. In a seminal article [78], Ferris et al.
demonstrated the synthesis of RNA of up to 50 monomeric units in length in the presence of either
a short nucleic acid oligomer (DNA with one ribonucleotide at the 3′-end) or pyrophosphate dimer
(RNA), as condensation initiators. Fresh activated monomers were regularly added to counteract the
hydrolysis of the monomer activation. Similar results were obtained with other activation groups,
e.g., 1-methyladenine, the type of activating groups defining whether an initiator is necessary and
the length of the incubation period required to polymerize long RNA analogs [79]. 1-methyladenine
is the sole activation group to support efficient and comparable incorporation of all four canonical
nucleotides into polymers.

The montmorillonite-supported polymerization was found to be selective in terms of the product
sequence and regiochemistry of linkages [69,80]. The elongation of an oligomer is determined by
the nature of its 3-terminal nucleobase (purine or pyrimidine) and its regiospecificity: a 3′-5′-linked
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terminal nucleotide elongates more efficiently. Thus, the montmorillonite products will more likely
be 3′-5′ isomers compared to that in a homogeneous aqueous medium where the 2′-5′ linkage is
predominant. A 3′-terminal purine has a higher intrinsic reactivity, which leads to the preferential
formation of purine-rich oligomers when mixtures of monomers are used. The last observation might
be related to the more extensive stacking of the purine monomers.

The detailed association mechanism between monomers and clay surfaces and the polymerization
mechanism itself was long unclear, as seemingly contradictory sets of results could not be explained
in a consistent manner. Early results clearly indicated that the charges on the clay surface and on
the monomers and products (the longer they were, the better their absorption) were essential for the
association either through direct interactions, as the results with 1-methyladenine (a positively-charged,
large heterocycle) seemed to indicate, or over bridging divalent metal ions (Figure 3A) [81]. However,
more detailed investigations of the pH dependence of the association and polymerization have led
to the proposal of an acid/base mechanism for both processes [82], although large concentrations of
magnesium ions were present in the reaction dispersion.

TD polymerization on mineral surfaces was only superficially investigated on hydroxyapatite [83,84]
and ferric oxide [85], and RNA fragments of lengths beyond those obtained in the absence of mineral
were detected in the case of poly C and 2-methylimidazole G [84]. Moreover, the self-condensation
products obtained on montmorillonite successfully served as templates for the synthesis of
complementary strands [86] in a bulk aqueous medium.

Porous minerals, formed by the precipitation of ions in ion-rich hot water in contact with
colder water at hydrothermal vents [71], could have also provided an environment conducive to
prebiotic syntheses in general and RNA polymerization in particular. In this case, the mechanism
leading to the RNA synthesis would have not been defined by the propensity of reactants to directly
interact with the mineral surfaces, but rather by the fact that thermal gradients around the pores or
clefts would have driven two intertwined processes: (a) molecules would have been subjected to
laminar thermal convection parallel to the pore axis and (b) to thermophoresis along the temperature
gradient (Figure 3B) [71]. In laboratory experiments with sub-micrometer pores, a gradient of 30 K
per 100 µm had to be applied to lead to large accumulations of monomers or oligomers, as well as
other molecules, such as fatty acids, to such an extent that they could form vesicles [87]. That is,
the resulting concentration of fatty acids had exceeded the critical vesicle concentration. However,
simulation work has shown that, given the right pore length, shallower gradients (down to 100 K
over 1 m) could have been sufficient to reach similar or even larger enrichments [88]. Although
direct evidence for a monomer self-condensation or a TD polymerization is still missing, these results
are promising, as they demonstrate the possibility to concentrate small molecules (monomers or
short oligomers) within a limited volume. In addition, the temperature gradient could also promote
cycles of hybridization/dehybridization [89] that are essential for the amplification of RNA sequences.
However, some results also show that high ionic strength media may lower the accumulation potential
of pores/cleft models [87].

4.1.2. Eutectic Phases

Eutectic phases in water/ice [73] and high salt/water [90] systems have also been proposed
and could be relevant to the origin(s) of life assuming two different, but seemingly plausible
early Earth environments: a cold Earth, fully covered by ice or with ice deposits, due to low sun
irradiation [91,92] or a warm planet with hydrothermal fields [93]. In the former case, upon lowering
the temperature of a reaction sample past its freezing point, water begins to nucleate and form pure
water ice, which effectively reduces the volume of the remaining liquid that forms a network of
brines (channels containing liquid water). As evermore water crystallizes, the solutes (activated
monomers and metal ion catalysts) present in the sample are concentrated in these brines (Figure 3C).
Further cooling to the so-called eutectic temperature (e.g., −21.1 ◦C for NaCl, [94]) will cause the
remaining solution to solidify as the solutes reach their maximum solubility and precipitate. The final
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system characteristics, such as the volume of the eutectic phase, will depend on the final temperature
and initial solute concentrations, monomers, metal ion catalysts and any other solutes present in the
original solution.

In the salt/water eutectic phase system, the progressive evaporation of the solution containing
monomers (NMPs) and inorganic salts at moderate temperatures (85 ◦C) leads to the crystallization
of the salts concentrating the monomers within the remaining aqueous volume [90]. The inorganic
salts are not playing the roles of catalyst per se, as heat is used. However, in contrast to the water/ice
systems, efficient polymerization requires multiple cycles of drying followed by a rehydration of the
sample. In both cases, microscopic investigations by epifluorescence of the eutectic systems [73,90]
show that the fluorescent solutes were up-concentrated in between solid crystalline phases. Such a 3D
organization resembles that proposed for the porous mineral (Figure 3B).

Both approaches have delivered RNA analog products in relatively high monomer equivalent
yields (over 60% monomer incorporation) even during self-condensation of monomer mixtures [90,95].
In the case of the water/ice system, the detailed analysis of the product sequences revealed that
the incorporation of both purines and pyrimidines usually corresponded to the original monomer
composition of the samples [95]. The product lengths attained in the salt/water system were apparently
longer than those in the ice/water case after shorter incubation times. Unfortunately, the evidence
provided (gel patterns and a preliminary nanopore analysis versus sequencing gels and HPLC) does
not allow for a definite length comparison [90]. Monomer self-condensation in the ice/water system
was even detected in the presence of dipeptides acting as catalysts [96]. The catalytic activity of
a non-coded, short peptide (Ser-His) is intriguing as it seems to support the idea of the co-evolution of
the principal biologically-relevant polymers and of their functions.

TD polymerization was only demonstrated in the water/ice system. Interestingly, the initial
elongation rates of RNA hairpin (i.e., a self-priming, self-templating RNA) studied as a function of the
monomer concentration were comparable for all canonical nucleotides with optimal concentrations
lying between 100 s µM and less than 2 mM [97]. The analysis of the sequence fidelity during TD
polymerization was found to be rather high, and even in the presence of monomer mixtures, the main
products (i.e., considering the fact that 2′-5′ and 3′-5′ linkages could be formed) after a 3-nucleotide
elongation were complementary to the template sequences even though they contained residue
sequences that blocked the polymerization in a bulk aqueous medium (see Section 3.2) [98].

Besides the potential advantages of eutectic phases (concentrating power, promotion of the
non-covalent interactions between monomers (stacking and H-bonding) and catalysts), several authors
mention a possible pre-organization of monomers and interactions with the extended ice-surfaces,
which could also be hypothesized for the salt/water eutectic. Such effects have yet to be demonstrated.
However, it is clear at least for the water/ice eutectic that its 3D organization significantly affects the
outcome of the polymerization. The nature of the solutes and their concentration, even those that are
not reactants and do not act as catalysts, will influence reactions occurring in the eutectic phase and
its characteristic [74]. For example, the ionic strength of the solution containing the monomers will
influence the efficiency of the polymerization [99]. Even the type of anions in the salt used to provide
magnesium cations will affect the eutectic temperature by as much as 30 ◦C and impact the width of
the aqueous channels, as shown for magnesium chloride and magnesium sulfate [74].

The eutectic phase in water/ice has also been shown to promote additional processes that are
relevant to the RNA world hypothesis, such as the catalytic activity of ribozymes among other
ligases [100,101] and polymerases [74,102], or even permits their self-assembly [103].

4.1.3. Self-Assembled Molecular Systems

Contrary to previous heterogeneous media, self-assembled molecular systems require prebiotic
synthesis of compounds, e.g., peptides [104], sugars [105] and amphiphiles [106], which given the right
conditions, self-assemble into 3D structures that offer surfaces and specific volumes, i.e., several types of
heterogeneous media. Amphiphile structures, such as bilayered vesicles, can preserve their characteristic
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molecular organization (Figure 3D) while being subjected to cycles of dehydration/rehydration [107]
and are therefore able to capture, concentrate and order solutes between the bilayer stacks formed
during dehydration. Cycles of dehydration/rehydration at relatively moderate temperatures,
i.e., temperatures that do not promote the decomposition of organics [108], could have occurred
in geothermal fields [75].

The promotion of RNA monomers’ self-condensation and DNA monomer TD polymerization was
investigated [109,110] using acidic suspensions of 5′-phosphate monomers (free acid form) and various
phospholipid vesicles (phosphatidylcholine and phosphatidic acids) that were heated to dryness under
a flow of carbon dioxide, resulting in the formation of mixed nucleic acid compound/lipid-bilayer films.
After incubation for up to 2 h at temperatures between 70 and 90 ◦C, the samples were rehydrated.
Efficient polymerization could be observed after several drying-heating-rehydrating cycles (6 to 7
were optimal), as RNA analogs with up to 100 monomer units [108] were detected in sharp contrast to
observations made in the absence of phospholipids.

However, polymerization yields remained quite low (ca. 6% by weight). Interestingly, the length
of the longest products depended on the number of different monomers present, as mixtures of
two monomers (5′ UMP and AMP) yielded shorter polymers up to a length of 30 to 40 mers.
The predominance of 2′-5′ linkages in the products can be surmised from the lack of product
enzymatic digestion.

DNA monomer TD polymerization has also been reported in amphiphile matrices [110] under
conditions where no product could be detected in absence of a template: a 61-mer heteropolymeric
template designed to obtain the best possible polymerization was replicated in low yields.
The polymerization yields on this heteropolymeric template were very low, and a complete copying of
the template did not occur: the polymerization preferentially started in the middle of the template,
perhaps due to the already-mentioned reduction of the polymerization at the template ends. Finally,
the sequencing of the products after PCR amplification showed that only one out every 10 nucleobases
was misincorporated, a frequency that should be compatible with information preservation while
allowing for evolution.

Based on the reaction conditions and on the observations made by X-ray [107], a polymerization
mechanism has been proposed based on an acid/base condensation reaction followed by the
evaporation of the water byproduct, heat being therefore the driving force of the reaction. The lipid
bilayer organizing power is also supported by an X-ray scattering study [107], where the distance
between the 5′-phosphate of AMP and the 3′-OH of the ribose was estimated to be only of ~2.1 Å
(the approximate length of a P-O bond), thus favoring the condensation reaction during dehydration.

The temperature at which the dehydration proceeds, while being moderate compared to those
at marine vents in acidic conditions, could still reduce the polymerization yields, as the report of
product depurination [111] and hydrolysis [112] confirmed it. The observed hydrolysis however did
not reach that observed in bulk aqueous experiments [108]. Even though RNA product hydrolysis
was clearly detected after four cycles of dehydration/rehydration [112], the hydrolysis products
should be less detrimental to the formation of RNA, as it produces 3′or 2′ phosphate or 2′,3′cyclic
monomers/oligomers and 5′-hydroxyl terminated oligomers, all of which could in principle serve as
reactants for a new round of polymerization.

As for the other heterogeneous media, the lipid matrices could also have played some significant,
additional roles in the emergence of compartmentalized precellular systems or protocells (the nucleic
acid products can be encapsulated in the reforming vesicles during rehydration) [75,113] or even in
the selection of nucleobases from the “prebiotic soup” [114].

5. Relevance of the Various Approaches to the Non-Enzymatic RNA Polymerization

The research undertaken to better understand the synthetic processes related to the emergence of
the RNA world has significantly progressed in the last couple of years. In particular, several sets of
“prebiotically-plausible” conditions have been found, which support the synthesis of RNA monomers,
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their efficient concentrating out of bulk aqueous solutions, their polymerization (self-condensation)
and the replication of RNA sequences (TD polymerization). Interestingly, many of these processes
require some form of “compartmentalization” that can be provided by several types of heterogeneous
media. The relevance of any heterogeneous medium can be debated, as their basic properties
(type of architecture, chemical composition, temperature and environmental conditions conducive
to their formation) are derived from proposed and argued about scenarios for the early Earth
environment. The similarities and complementarities between the various heterogeneous media
cannot be overlooked, as most heterogeneous systems not only concentrate molecules out of the bulk
aqueous solution, but additionally seem to promote their organization into molecular assemblies that
are conducive to RNA polymerization. To some extent, they all protect both reactants and products
against degradation. These various heterogeneous media are also complementary as far as they cover
a large spectrum of environmental conditions that could have been present on the early Earth.

In the exploration of this type of heterogeneous catalysis, the composition of the samples studied
has gradually become more complex. Mixtures of monomers and catalysts (metal-ions and small
peptides), but also of various types of monomers/bystander molecules, from the point-of-view of
their biochemical involvement in RNA polymerization, such polycyclic molecules [115], as well as
of monomers/organic aggregates or solid particles (lipids, peptide and minerals) have been used.
Interestingly, the results that were partially unexpected demonstrate the need to abandon the “pure” or
“purified” system approach. Finally, the heterogeneous media can influence other crucial processes for
RNA emergence and evolution, e.g., the selection of specific RNA sequences or molecular precursors,
as well as foster catalytic properties. However, the new approach has also come at a cost: the analysis
of these systems is becoming more complex, as well.

6. Conclusions

The long-standing problem of the RNA world hypothesis, i.e., the formation of polymeric RNA
catalysts and their replication/amplification, has clearly not yet been resolved as the demonstration of
the emergence of any catalytically-active RNA from monomers is still elusive. However, many potential
environments that are plausible on the early Earth have been shown to promote some processes deemed
essential for the emergence of an RNA world or its precursors. At this time, the evidence available
about the early Earth conditions, as well as the fragmentary nature of the collected data preclude
a definitive resolution of the question, but it is also conceivable that several heterogeneous media may
have played a role either simultaneously (assuming an early Earth with various microenvironments)
or at different stages of the RNA world emergence and evolution. Nonetheless, the most recent
advancements in this research field have clearly highlighted the need for a systemic approach to the
question that includes geochemistry, geophysics and more complex chemical systems (in opposition to
the purified systems often used early on) to explore potential synergies between various biopolymers
or their precursors, as well as other chemicals present in the prebiotic environment.

Acknowledgments: We acknowledge our fruitful discussions with D.W. Deamer, J. Sutherland and our colleagues
at University of Southern Denmark (SDU) as well as within the COST action numbers CM1304 and TD1308.

Conflicts of Interest: The authors declare no conflict of interest.

References

1. Orgel, L.E. Prebiotic chemistry and the origin of the RNA world. Crit. Rev. Biochem. Mol. Biol. 2004, 39,
99–123. [PubMed]

2. Pressman, A.; Bianco, C.; Chen, I.A. The RNA world as a model system to study the origins of life. Curr. Biol. Rev.
2015, 25, R953–R963. [CrossRef] [PubMed]

3. Martin, L.; Unrau, P.; Müller, U. RNA synthesis by in vitro selected ribozymes for recreating an RNA world.
Life 2015, 5, 247–268. [CrossRef] [PubMed]

http://www.ncbi.nlm.nih.gov/pubmed/15217990
http://dx.doi.org/10.1016/j.cub.2015.06.016
http://www.ncbi.nlm.nih.gov/pubmed/26439358
http://dx.doi.org/10.3390/life5010247
http://www.ncbi.nlm.nih.gov/pubmed/25610978


Life 2016, 6, 40 15 of 19

4. Kruger, K.; Grabowski, P.J.; Zaug, A.J.; Sands, J.; Gottschling, D.E.; Cech, T.R. Self-splicing RNA: Autoexcision
and autocyclization of the ribosomal RNA intervening sequence of tetrahymena. Cell 1982, 31, 147–157.
[CrossRef]

5. Guerrier-Takada, C.; Gardiner, K.; Marsh, T.; Pace, N.; Altman, S. The RNA moiety of ribonuclease p is the
catalytic subunit of the enzyme. Cell 1983, 35, 849–857. [CrossRef]

6. Nissen, P.; Hassen, J.; Ban, N.; Moore, P.B.; Steitz, T.A. The structural basis of ribosome activity in peptide
bond synthesis. Science 2000, 289, 920–930. [CrossRef] [PubMed]

7. Sprengel, G.; Follmann, H. Evidence for the reductive pathway of deoxyribonucleotide synthesis in
an archaebacterium. FEBS Lett. 1981, 132, 207–209. [CrossRef]

8. Menor-Salván, C.; Ruiz-Bermejo, D.M.; Guzmán, M.I.; Osuna-Esteban, S.; Veintemillas-Verdaguer, S.
Synthesis of pyrimidines and triazines in ice: Implications for the prebiotic chemistry of nucleobases.
Chem. A Eur. J. 2009, 15, 4411–4418. [CrossRef] [PubMed]

9. Kopetzki, D.; Antonietti, M. Hydrothermal formose reaction. New J. Chem. 2011, 35, 1787–1794. [CrossRef]
10. Pasek, M.A.; Dworkin, J.P.; Lauretta, D.S. A radical pathway for organic phosphorylation during schreibersite

corrosion with implications for the origin of life. Geochim. Cosmochim. Acta 2007, 71, 1721–1736. [CrossRef]
11. Powner, M.W.; Gerland, B.; Sutherland, J.D. Synthesis of activated pyrimidine ribonucleotides in prebiotically

plausible conditions. Nature 2009, 459, 239–242. [CrossRef] [PubMed]
12. Levy, M.; Miller, S.L. The stability of the RNA bases: Implications for the origin of life. Proc. Natl. Acad.

Sci. USA 1998, 95, 7933–7938. [CrossRef] [PubMed]
13. Larralde, R.; Robertson, M.P.; Miller, S.L. Rates of decomposition of ribose and other sugars: Implication for

chemical evolution. Proc. Natl. Acad. Sci. USA 1995, 92, 8158–8160. [CrossRef] [PubMed]
14. Cafferty, B.J.; Hud, N.V. Abiotic synthesis of RNA in water: A common goal of prebiotic chemistry and

bottom-up synthetic biology. Curr. Opin. Chem. Biol. 2014, 22, 146–157. [CrossRef] [PubMed]
15. Cafferty, B.J.; Hud, N.V. Was a pyrimidine-pyrimidine base pair the ancestor of watson-crick base pairs?

Insights from a systematic approach to the origin of RNA. Isr. J. Chem. 2015, 55, 891–905. [CrossRef]
16. Krishnamurthy, R. On the emergence of RNA. Isr. J. Chem. 2015, 55, 837–850. [CrossRef]
17. Dörr, M.; Löffler, P.M.G.; Monnard, P.-A. Nonenzymatic, template-directed nucleic acid replication: Relevance

to the origins of infor-mation transfer and to novel synthetic metholodogies. Curr. Org. Synth. 2012,
9, 735–763.

18. Joyce, G.F. The antiquity of RNA-base evolution. Nature 2002, 418, 214–221. [CrossRef] [PubMed]
19. Kanavarioti, A.; Rosenbach, M.T.; Hurley, T.B. Nucleotides as nucleophiles: Reactions of nucleotides with

phosphoimidazolides activated guanosine. Orig. Life Evol. Biosphere 1992, 21, 199–217. [CrossRef]
20. Dickson, K.S.; Burns, C.M.; Richardson, J.P. Determination of the free-energy change for repair of a DNA

phosphodiester bond. J. Biol. Chem. 2000, 275, 15828–15831. [CrossRef] [PubMed]
21. Von Kiedrowski, G. A self-replicating hexadeoxynucleotide. Angew. Chem. Int. Ed. Engl. 1986, 25, 932–935.

[CrossRef]
22. Weimann, B.J.; Lohrmann, R.; Orgel, L.E.; Schneider-Bernloehr, H.; Sulston, J.E. Template-directed synthesis

with adenosine-5′-phosphorimidazolide. Science 1968, 161, 387–398. [CrossRef] [PubMed]
23. Röthlingshöfer, M.; Richert, C. Chemical primer extension at submillimolar concentration of deoxynucleotides.

J. Org. Chem. 2010, 75, 3945–3952. [CrossRef] [PubMed]
24. Jauker, M.; Griesser, H.; Richert, C. Copying of RNA sequences without pre-activation. Angew. Chem. Int. Ed.

2015, 54, 14559–14563. [CrossRef] [PubMed]
25. Stütz, J.A.R.; Kervio, E.; Deck, C.; Richert, C. Chemical primer extension: Individual steps of spontaneous

replication. Chem. Biodivers. 2007, 4, 784–802. [CrossRef] [PubMed]
26. Prabahar, K.J.; Ferris, J.P. Effect of phosphate activating group on oligonucleotide formation on

montmorillonite: The regioselective formation of 3′,5′-linked oligoadenylates. J. Am. Chem. Soc 1994, 116,
10914–10920. [CrossRef] [PubMed]

27. Lohrmann, R.; Orgel, L.E. Prebiotic activation processes. Nature 1973, 244, 418–420. [CrossRef] [PubMed]
28. Ibanez, J.D.; Kimball, A.P.; Oro, J. Possible prebiotic condensation of mononucleotides by cyanamide. Science

1971, 173, 444–446. [CrossRef] [PubMed]
29. DOlinnaya, N.G.; Blumenfeld, M.; Merenkova, I.N.; Oretskaya, T.S.; Krynetskaya, N.; Ivanovskaya, M.G.;

Vasseur, M.; Shabarova, Z.A. Oligonucleotide circularization by template-directed chemical ligation.
Nucleic Acid Res. 1993, 21, 5403–5407. [CrossRef]

http://dx.doi.org/10.1016/0092-8674(82)90414-7
http://dx.doi.org/10.1016/0092-8674(83)90117-4
http://dx.doi.org/10.1126/science.289.5481.920
http://www.ncbi.nlm.nih.gov/pubmed/10937990
http://dx.doi.org/10.1016/0014-5793(81)81161-1
http://dx.doi.org/10.1002/chem.200802656
http://www.ncbi.nlm.nih.gov/pubmed/19288488
http://dx.doi.org/10.1039/c1nj20191c
http://dx.doi.org/10.1016/j.gca.2006.12.018
http://dx.doi.org/10.1038/nature08013
http://www.ncbi.nlm.nih.gov/pubmed/19444213
http://dx.doi.org/10.1073/pnas.95.14.7933
http://www.ncbi.nlm.nih.gov/pubmed/9653118
http://dx.doi.org/10.1073/pnas.92.18.8158
http://www.ncbi.nlm.nih.gov/pubmed/7667262
http://dx.doi.org/10.1016/j.cbpa.2014.09.015
http://www.ncbi.nlm.nih.gov/pubmed/25438801
http://dx.doi.org/10.1002/ijch.201400206
http://dx.doi.org/10.1002/ijch.201400180
http://dx.doi.org/10.1038/418214a
http://www.ncbi.nlm.nih.gov/pubmed/12110897
http://dx.doi.org/10.1007/BF01809856
http://dx.doi.org/10.1074/jbc.M910044199
http://www.ncbi.nlm.nih.gov/pubmed/10748184
http://dx.doi.org/10.1002/anie.198609322
http://dx.doi.org/10.1126/science.161.3839.387
http://www.ncbi.nlm.nih.gov/pubmed/5661298
http://dx.doi.org/10.1021/jo1002467
http://www.ncbi.nlm.nih.gov/pubmed/20364862
http://dx.doi.org/10.1002/anie.201506592
http://www.ncbi.nlm.nih.gov/pubmed/26435291
http://dx.doi.org/10.1002/cbdv.200790064
http://www.ncbi.nlm.nih.gov/pubmed/17443889
http://dx.doi.org/10.1021/ja00103a006
http://www.ncbi.nlm.nih.gov/pubmed/11540050
http://dx.doi.org/10.1038/244418a0
http://www.ncbi.nlm.nih.gov/pubmed/4355060
http://dx.doi.org/10.1126/science.173.3995.444
http://www.ncbi.nlm.nih.gov/pubmed/17770449
http://dx.doi.org/10.1093/nar/21.23.5403


Life 2016, 6, 40 16 of 19

30. Dolinnaya, N.G.; Sokolova, N.I.; Ashirbekova, D.T.; Shabarova, Z.A. The use of BrCN for assembling modified
DNA duplexes and DNA-RNA hybrids; comparison with water-soluble carbodiimide. Nucleic Acid Res. 1991,
19, 3067–3072. [CrossRef]

31. Sutherland, J.D. The origin of life—Out of the blue. Angew. Chem. Int. Ed. 2016, 55, 104–121. [CrossRef]
[PubMed]

32. Pino, S.; Sponer, J.; Costanzo, G.; Saladino, R.; Mauro, E. From formamide to RNA, the path is tenuous but
continuous. Life 2015, 5, 372–384. [CrossRef] [PubMed]

33. Morasch, M.; Mast, C.B.; Langer, J.K.; Schilcher, P.; Braun, D. Dry polymerization of 3′,5′-cyclic GMP to long
strands of RNA. ChemBioChem 2014, 15, 879–883. [CrossRef] [PubMed]

34. Goldberg, R.N.; Tewari, Y.B. Thermodynamics of the hydrolysis reactions of adenosine 3′,5′-(cyclic)phosphate(aq)
and phosphoenolpyruvate(aq); the standard molar formation properties of 3′,5′-(cyclic)phosphate(aq) and
phosphoenolpyruvate(aq). J. Chem. Thermodyn. 2003, 35, 1809–1830. [CrossRef]

35. Crothers, D.M.; Zimm, B.H. Theory of the melting transition of synthetic polynucleotides: Evaluation of the
stacking free energy. J. Mol. Biol. 1964, 9, 1–9. [CrossRef]

36. Sawai, H. Catalysis of internucleotide bond formation by divalent metal ions. J. Am. Chem. Soc. 1976, 98,
7037–7039. [CrossRef] [PubMed]

37. Sigel, R.K.O.; Sigel, H. A stability concept for metal ion coordination to single-stranded nucleic acids and
affinities of individual sites. Acc. Chem. Res. 2010, 43, 974–984. [CrossRef] [PubMed]

38. Inoue, T.; Orgel, L.E. Oligomerization of (guanosine 5′-phosphor)-2-methylimidazolide on poly(c). J. Mol. Biol.
1982, 162, 201–218. [CrossRef]

39. Kanavarioti, A.; Lee, L.F.; Gangopadhyay, S. Relative reactivity of ribosyl 2′-oh vs. 3′-oh in concentrated
aqueous solutions of phosphoimidazolide activated nucleotides. Orig. Life Evol. Biosphere 1999, 29, 473–487.
[CrossRef] [PubMed]

40. Kanavarioti, A. Dimerization in highly concentrated solutions of phospho-imidazolide activated
mononucleotides. Orig. Life Evol. Biosphere 1997, 27, 357–376. [CrossRef] [PubMed]

41. Tapiero, C.M.; Nagyvary, J. Prebiotic formation of cytidine nucleotides. Nature 1971, 231, 42–43. [CrossRef]
[PubMed]

42. Verlander, M.S.; Lohrmann, R.; Orgel, L.E. Catalysts for the self-polymerization of adenosine cyclic
2′,3′-phosphate. J. Mol. Evol. 1973, 2, 303–316. [CrossRef] [PubMed]

43. Kanavarioti, A.; Bernssconi, C.F.; Alberas, D.J.; Baird, E.E. Kinetic dissection of individual steps in the
poly(c)-directed oligoguanylate synthesis from guanosine 5′-phospho-2-methylimidazolide. J. Am. Chem. Soc.
1993, 115, 8537–8546. [CrossRef] [PubMed]

44. Kanavarioti, A. Template-directed chemistry and the origins of the RNA world. Orig. Life Evol. Biosphere
1994, 24, 479–494. [CrossRef]

45. Schrum, J.P.; Ricardo, A.; Krishnamurthy, M.; Blain, J.C.; Szostak, J.W. Efficient and rapid template-directed
nucleic acid copying using 2′-amino-2′,3′-dideoxyribonucleoside-5′-phosphorimidazolide monomers. J. Am.
Chem. Soc. 2009, 131, 14560–14570. [CrossRef] [PubMed]

46. Vogel, S.R.; Deck, C.; Richert, C. Accelerating chemical replication steps of RNA involving activated
ribonucleotides and downstream-binding elements. Chem. Commun. 2005, 39, 4922–4924. [CrossRef]
[PubMed]

47. Varani, G. Exceptionally stable nucleic acid hairpins. Annu. Rev. Biophys. Biomol. Struct. 1995, 24, 379–404.
[CrossRef] [PubMed]

48. Sawai, H. Oligoadenylates formation on an oligouridylate template in the presence of a lead catalyst.
J. Mol. Evol. 1981, 17, 48–51. [CrossRef]

49. Fakhrai, H.; van Roode, J.H.G.; Orgel, L.E. Synthesis of oligoguanylates on oligocytidylate templates.
J. Mol. Evol. 1981, 17, 295–302. [CrossRef] [PubMed]

50. Wu, T.; Orgel, L.E. Nonenzymatic template-directed synthesis on hairpin oligonucleotides. 3. Incorporation
of adenosine and uridine residues. J. Am. Chem. Soc. 1992, 114, 7963–7969. [CrossRef] [PubMed]

51. Wu, T.; Orgel, L.E. Nonenzymatic template-directed synthesis on oligodeoxycytidylate sequences in hairpin
oligonucleotides. J. Am. Chem. Soc. 1992, 114, 317–322. [CrossRef] [PubMed]

52. Lohrmann, R.; Orgel, L.E. Efficient catalysis of polycytidylic acid directed oligoguanylate formation by Pb2+.
J. Mol. Biol. 1980, 142, 555–567. [CrossRef]

http://dx.doi.org/10.1093/nar/19.11.3067
http://dx.doi.org/10.1002/anie.201506585
http://www.ncbi.nlm.nih.gov/pubmed/26510485
http://dx.doi.org/10.3390/life5010372
http://www.ncbi.nlm.nih.gov/pubmed/25647486
http://dx.doi.org/10.1002/cbic.201300773
http://www.ncbi.nlm.nih.gov/pubmed/24578245
http://dx.doi.org/10.1016/j.jct.2003.08.002
http://dx.doi.org/10.1016/S0022-2836(64)80086-3
http://dx.doi.org/10.1021/ja00438a050
http://www.ncbi.nlm.nih.gov/pubmed/965662
http://dx.doi.org/10.1021/ar900197y
http://www.ncbi.nlm.nih.gov/pubmed/20235593
http://dx.doi.org/10.1016/0022-2836(82)90169-3
http://dx.doi.org/10.1023/A:1006540607594
http://www.ncbi.nlm.nih.gov/pubmed/10573689
http://dx.doi.org/10.1023/A:1006526002896
http://www.ncbi.nlm.nih.gov/pubmed/11536829
http://dx.doi.org/10.1038/231042a0
http://www.ncbi.nlm.nih.gov/pubmed/4930470
http://dx.doi.org/10.1007/BF01654098
http://www.ncbi.nlm.nih.gov/pubmed/4377773
http://dx.doi.org/10.1021/ja00072a003
http://www.ncbi.nlm.nih.gov/pubmed/11539864
http://dx.doi.org/10.1007/BF01582032
http://dx.doi.org/10.1021/ja906557v
http://www.ncbi.nlm.nih.gov/pubmed/19757789
http://dx.doi.org/10.1039/b510775j
http://www.ncbi.nlm.nih.gov/pubmed/16205800
http://dx.doi.org/10.1146/annurev.bb.24.060195.002115
http://www.ncbi.nlm.nih.gov/pubmed/7545040
http://dx.doi.org/10.1007/BF01792424
http://dx.doi.org/10.1007/BF01795751
http://www.ncbi.nlm.nih.gov/pubmed/7277512
http://dx.doi.org/10.1021/ja00047a001
http://www.ncbi.nlm.nih.gov/pubmed/11538876
http://dx.doi.org/10.1021/ja00027a040
http://www.ncbi.nlm.nih.gov/pubmed/11540927
http://dx.doi.org/10.1016/0022-2836(80)90263-6


Life 2016, 6, 40 17 of 19

53. Lohrmann, R.; Bridson, P.K.; Orgel, L.E. Efficient metal-ion catalyzed template-directed oligonucleotide
synthesis. Science 1980, 208, 1464–1465. [CrossRef] [PubMed]

54. Inoue, T.; Orgel, L.E. Substituent control of the poly(c)-directed oligomerization of guanosine
5′-phosphorimidazolide. J. Am. Chem. Soc. 1981, 103, 7666–7667. [CrossRef]

55. Sawai, H.; Totuka, S.; Yamamoto, H. Helical structure formation between complementary oligonucleotides.
Minimum chain length required for the template-directed synthesis of oligonucleotides. Orig. Life Evol. Biosphere
1997, 27, 525–533. [CrossRef] [PubMed]

56. Joyce, G.F.; Orgel, L.E. Non-enzymatic template-directed synthesis on RNA random copolymers. Poly(c,a)
templates. J. Mol. Biol. 1988, 202, 677–681. [CrossRef]

57. Chaput, J.C.; Sinha, S.; Switzer, C. 5-propynyluracil.Diaminopurine: An efficient base-pair for non-enzymatic
transcription of DNA. Chem. Commun. 2002, 1568–1569. [CrossRef]

58. Sawai, H.; Wada, M. Nonenzymatic template-directed condensation of short-chained oligouridylates on
poly(a) template. Orig. Life Evol. Biosphere 2000, 30, 503–511. [CrossRef] [PubMed]

59. Hill, A.R., Jr.; Orgel, L.E. The limits of template-directed synthesis with nucleoside-5′-phosphoro(2-
methyl)imidazole. Orig. Life Evol. Biosphere 1993, 23, 285–290. [CrossRef] [PubMed]

60. Hey, M.; Hartel, C.; Göbel, M.W. Nonenzymatic oligomerization of ribonucleotides: Towards in vitro
selection experiments. Helv. Chim. Acta 2003, 86, 844–854. [CrossRef]

61. Hud, N.V.; Cafferty, B.J.; Krishnamurthy, R.; Williams, L.D. The origin of RNA and “my grandfather’s axe”.
Chem. Biol. 2013, 20, 466–474. [CrossRef] [PubMed]

62. Heuberger, B.D.; Pal, A.; Del Frate, F.; Topkar, V.V.; Szostak, J.W. Replacing uridine with 2-thiouridine
enhances the rate and fidelity of nonenzymatic RNA primer extension. J. Am. Chem. Soc. 2015, 137,
2769–2775. [CrossRef] [PubMed]

63. Zielinski, W.S.; Orgel, L.E. Oligomerization of activated derivatives of 3′-amino-3′-deoxyguanosine on
poly(c) and poly(dc) templates. Nucleic Acid Res. 1985, 13, 2469–2484. [CrossRef]

64. Hagenbuch, P.; Kervio, E.; Hochgesand, A.; Plutowski, U.; Richert, C. Chemical primer extension: Efficiently
determining single nucleotides in DNA. Angew. Chem. Int. Ed. Engl. 2005, 44, 6588–6592. [CrossRef]
[PubMed]

65. Rajamani, S.; Ichida, J.K.; Antal, T.; Treco, D.A.; Leu, K.; Nowak, M.A.; Szostak, J.W.; Chen, I.A. Effect of
stalling after mismatches on the error catastrophe in nonenzymatic nucleic acid replication. J. Am. Chem. Soc.
2010, 132, 5880–5885. [PubMed]

66. Leu, K.; Kervio, E.; Obermayer, B.; Turk-MacLeod, R.M.; Yuan, C.; Luevano, J.-M.; Chen, E.; Gerland, U.;
Richert, C.; Chen, I.A. Cascade of reduced speed and accuracy after errors in enzyme-free copying of nucleic
acid sequences. J. Am. Chem. Soc. 2013, 135, 354–366. [CrossRef] [PubMed]

67. Bernal, J.D. The Physical Basis of Life; Routledge and Paul Publisher: London, UK, 1951.
68. Patel, B.H.; Percivalle, C.; Ritson, D.J.; DuffyColm, D.; Sutherland, J.D. Common origins of RNA, protein and

lipid precursors in a cyanosulfidic protometabolism. Nat. Chem. 2015, 7, 301–307. [CrossRef] [PubMed]
69. Ferris, J.P. Montmorillonite-catalysed formation of RNA oligomers: The possible role of catalysis in the

origins of life. Philos. Trans. R. Soc. Lond. B Biol. Sci. 2006, 361, 1777–1786. [CrossRef] [PubMed]
70. Martin, W.; Baross, J.; Kelley, D.; Russell, M.J. Hydrothermal vents and the origin of life. Nat. Rev. Microbiol.

2008, 6, 805–814. [CrossRef] [PubMed]
71. Baaske, P.; Weinert, F.M.; Duhr, S.; Lemke, K.H.; Russell, M.J.; Braun, D. Extreme accumulation of nucleotides

in simulated hydrothermal pore systems. Proc. Natl. Acad. Sci. USA 2007, 104, 9346–9351. [CrossRef]
[PubMed]

72. Mast, C.B.; Schink, S.; Gerland, U.; Braun, D. Escalation of polymerization in a thermal gradient. Proc. Natl.
Acad. Sci. USA 2013, 110, 8030–8035. [CrossRef] [PubMed]

73. Kanavarioti, A.; Monnard, P.-A.; Deamer, D.W. Eutectic phases in ice facilitate non-enzymatic nucleic acid
synthesis. Astrobiology 2001, 1, 271–281. [CrossRef] [PubMed]

74. Attwater, J.; Wochner, A.; Pinheiro, V.B.; Coulson, A.; Holliger, P. Ice as a protocellular medium for RNA
replication. Nat. Commun. 2010, 1, 76. [CrossRef] [PubMed]

75. Damer, B.; Deamer, D. Coupled phases and combinatorial selection in fluctuating hydrothermal pools:
A scenario to guide experimental approaches to the origin of cellular life. Life 2015, 5, 872. [CrossRef]
[PubMed]

http://dx.doi.org/10.1126/science.6247762
http://www.ncbi.nlm.nih.gov/pubmed/6247762
http://dx.doi.org/10.1021/ja00415a051
http://dx.doi.org/10.1023/A:1006566212455
http://www.ncbi.nlm.nih.gov/pubmed/11536841
http://dx.doi.org/10.1016/0022-2836(88)90297-5
http://dx.doi.org/10.1039/b204535d
http://dx.doi.org/10.1023/A:1026583814064
http://www.ncbi.nlm.nih.gov/pubmed/11196570
http://dx.doi.org/10.1007/BF01582078
http://www.ncbi.nlm.nih.gov/pubmed/8115162
http://dx.doi.org/10.1002/hlca.200390084
http://dx.doi.org/10.1016/j.chembiol.2013.03.012
http://www.ncbi.nlm.nih.gov/pubmed/23601635
http://dx.doi.org/10.1021/jacs.5b00445
http://www.ncbi.nlm.nih.gov/pubmed/25654265
http://dx.doi.org/10.1093/nar/13.7.2469
http://dx.doi.org/10.1002/anie.200501794
http://www.ncbi.nlm.nih.gov/pubmed/16175646
http://www.ncbi.nlm.nih.gov/pubmed/20359213
http://dx.doi.org/10.1021/ja3095558
http://www.ncbi.nlm.nih.gov/pubmed/23259600
http://dx.doi.org/10.1038/nchem.2202
http://www.ncbi.nlm.nih.gov/pubmed/25803468
http://dx.doi.org/10.1098/rstb.2006.1903
http://www.ncbi.nlm.nih.gov/pubmed/17008218
http://dx.doi.org/10.1038/nrmicro1991
http://www.ncbi.nlm.nih.gov/pubmed/18820700
http://dx.doi.org/10.1073/pnas.0609592104
http://www.ncbi.nlm.nih.gov/pubmed/17494767
http://dx.doi.org/10.1073/pnas.1303222110
http://www.ncbi.nlm.nih.gov/pubmed/23630280
http://dx.doi.org/10.1089/15311070152757465
http://www.ncbi.nlm.nih.gov/pubmed/12448990
http://dx.doi.org/10.1038/ncomms1076
http://www.ncbi.nlm.nih.gov/pubmed/20865803
http://dx.doi.org/10.3390/life5010872
http://www.ncbi.nlm.nih.gov/pubmed/25780958


Life 2016, 6, 40 18 of 19

76. Georgelin, T.; Jaber, M.; Fournier, F.; Laurent, G.; Costa-Torro, F.; Maurel, M.-C.; Lambert, J.-F. Stabilization of
ribofuranose by a mineral surface. Carbohydr. Res. 2015, 402, 241–244. [CrossRef] [PubMed]

77. Ricardo, A.; Carrigan, M.A.; Olcott, A.N.; Benner, S.A. Borate minerals stabilize ribose. Science 2004, 303, 196.
[CrossRef] [PubMed]

78. Ferris, J.P.; Hill, A.R., Jr.; Liu, R.; Orgel, L.E. Synthesis of long prebiotic oligomers on mineral surfaces. Nature
1996, 381, 59–61. [CrossRef] [PubMed]

79. Huang, W.; Ferris, J.P. One-step, regioselective synthesis of up to 50-mer of RNA oligomers by montmorillonite
catalysis. J. Am. Chem. Soc. 2006, 128, 8914–8919. [CrossRef] [PubMed]

80. Miyakawa, S.; Ferris, J.P. Sequence- and regioselectivity in the montmorillonite-catalyzed synthesis of RNA.
J. Am. Chem. Soc. 2003, 125, 8202–8208. [CrossRef] [PubMed]

81. Franchi, M.; Ferris, J.P.; Gallori, E. Cations as mediators of the adsorption of nucleic acids on clay surfaces in
prebiotic environments. Orig. Life Evol. Biosphere 2003, 33, 1–16. [CrossRef] [PubMed]

82. Aldersley, M.F.; Joshi, P.C.; Price, J.D.; Ferris, J.P. The role of montmorillonite in its catalysis of RNA synthesis.
Appl. Clay Sci. 2011, 54, 1–14. [CrossRef]

83. Gibbs, D.; Lohrmann, R.; Orgel, L.E. Template-directed synthesis and selective absorption of oligoadenylates
on hydroxyapatite. J. Mol. Evol. 1980, 15, 347–354. [CrossRef] [PubMed]

84. Acevedo, O.L.; Orgel, L.E. Template-directed oligonucleotide ligation on hydroxylapatite. Nature 1986, 321,
790–792. [CrossRef] [PubMed]

85. Schwartz, A.W.; Orgel, L.E. Template-directed polynucleotide synthesis on mineral surfaces. J. Mol. Evol.
1985, 21, 299–300. [CrossRef]

86. Ertem, G.; Ferris, J.P. Synthesis of RNA oligomers on heterogeneous templates. Nature 1996, 379, 238–240.
[CrossRef] [PubMed]

87. Budin, I.; Bruckner, R.J.; Szostak, J.W. Formation of protocell-like vesicles in a thermal diffusion column.
J. Am. Chem. Soc. 2009, 131, 9628–9629. [CrossRef] [PubMed]

88. Keil, L.; Hartmann, M.; Lanzmich, S.; Braun, D. Probing of molecular replication and accumulation in
shallow heat gradients through numerical simulations. Phys. Chem. Chem. Phys. 2016, 18, 20153–20159.
[CrossRef] [PubMed]

89. Mast, C.B.; Braun, D. Thermal trap for DNA replication. Phys. Rev. Lett. 2010, 104, 188102. [CrossRef]
[PubMed]

90. Da Silva, L.; Maurel, M.-C.; Deamer, D. Salt-promoted synthesis of RNA-like molecules in simulated
hydrothermal conditions. J. Mol. Evol. 2015, 80, 86–97. [CrossRef] [PubMed]

91. Bada, J.L.; Bigham, C.; Miller, S.L. Impact melting of frozen oceans on the early earth: Implications for the
origin of life. Proc. Natl. Acad. Sci. USA 1994, 91, 1248–1250. [CrossRef] [PubMed]

92. Arndt, N.T.; Nisbet, E.G. Processes on the young earth and the habitats of early life. Annu. Rev. Earth
Planet. Sci. 2012, 40, 521–549. [CrossRef]

93. Mulkidjanian, A.Y.; Bychkov, A.Y.; Dibrova, D.V.; Galperin, M.Y.; Koonin, E.V. Origin of first cells at terrestrial,
anoxic geothermal fields. Proc. Natl. Acad. Sci. USA 2012, 109, E821–E830. [CrossRef] [PubMed]

94. Cocks, F.H.; Brower, W.E. Phase diagram relationships in cryobiology. Cryobiology 1974, 11, 340–358.
[CrossRef]

95. Monnard, P.-A.; Kanavarioti, A.; Deamer, D.W. Eutectic phase polymerization of activated ribonucleotide
mixtures yields quasi-equimolar incorporation of purine and pyrimidine nucleobases. J. Am. Chem. Soc.
2003, 125, 13734–13740. [CrossRef] [PubMed]

96. Wieczorek, R.; Dörr, M.; Chotera, A.; Luisi, P.L.; Monnard, P.-A. A dipeptide can catalyze the formation of
phosphodiester bonds: A possible origin of protein catalysis. Chembiochem 2013, 14, 217–223. [CrossRef]
[PubMed]

97. Monnard, P.-A.; Szostak, J.W. Metal-ion catalyzed polymerization in the eutectic phase in water-ice: A possible
approach to template-directed RNA polymerization. J. Inorg. Biochem. 2008, 102, 1104–1111. [CrossRef]
[PubMed]

98. Löffler, P.M.G.; Gronen, J.; Dörr, M.; Monnard, P.-A. Sliding over the barriers in enzyme-free RNA
copying—One-pot primer extension in ice. PLoS ONE 2013, 8, e75617. [CrossRef] [PubMed]

99. Monnard, P.-A.; Apel, C.L.; Kanavarioti, A.; Deamer, D.W. Influence of ionic solutes on self-assembly
and polymerization processes related to early forms of life: Implications for a prebiotic aqueous medium.
Astrobiology 2002, 2, 139–152. [CrossRef] [PubMed]

http://dx.doi.org/10.1016/j.carres.2014.07.018
http://www.ncbi.nlm.nih.gov/pubmed/25498026
http://dx.doi.org/10.1126/science.1092464
http://www.ncbi.nlm.nih.gov/pubmed/14716004
http://dx.doi.org/10.1038/381059a0
http://www.ncbi.nlm.nih.gov/pubmed/8609988
http://dx.doi.org/10.1021/ja061782k
http://www.ncbi.nlm.nih.gov/pubmed/16819887
http://dx.doi.org/10.1021/ja034328e
http://www.ncbi.nlm.nih.gov/pubmed/12837090
http://dx.doi.org/10.1023/A:1023982008714
http://www.ncbi.nlm.nih.gov/pubmed/12967270
http://dx.doi.org/10.1016/j.clay.2011.06.011
http://dx.doi.org/10.1007/BF01733141
http://www.ncbi.nlm.nih.gov/pubmed/7411657
http://dx.doi.org/10.1038/321790a0
http://www.ncbi.nlm.nih.gov/pubmed/11540863
http://dx.doi.org/10.1007/BF02102362
http://dx.doi.org/10.1038/379238a0
http://www.ncbi.nlm.nih.gov/pubmed/8538788
http://dx.doi.org/10.1021/ja9029818
http://www.ncbi.nlm.nih.gov/pubmed/19601679
http://dx.doi.org/10.1039/C6CP00577B
http://www.ncbi.nlm.nih.gov/pubmed/27153345
http://dx.doi.org/10.1103/PhysRevLett.104.188102
http://www.ncbi.nlm.nih.gov/pubmed/20482214
http://dx.doi.org/10.1007/s00239-014-9661-9
http://www.ncbi.nlm.nih.gov/pubmed/25487518
http://dx.doi.org/10.1073/pnas.91.4.1248
http://www.ncbi.nlm.nih.gov/pubmed/11539550
http://dx.doi.org/10.1146/annurev-earth-042711-105316
http://dx.doi.org/10.1073/pnas.1117774109
http://www.ncbi.nlm.nih.gov/pubmed/22331915
http://dx.doi.org/10.1016/0011-2240(74)90011-X
http://dx.doi.org/10.1021/ja036465h
http://www.ncbi.nlm.nih.gov/pubmed/14599212
http://dx.doi.org/10.1002/cbic.201200643
http://www.ncbi.nlm.nih.gov/pubmed/23255284
http://dx.doi.org/10.1016/j.jinorgbio.2008.01.026
http://www.ncbi.nlm.nih.gov/pubmed/18329104
http://dx.doi.org/10.1371/journal.pone.0075617
http://www.ncbi.nlm.nih.gov/pubmed/24058695
http://dx.doi.org/10.1089/15311070260192237
http://www.ncbi.nlm.nih.gov/pubmed/12469365


Life 2016, 6, 40 19 of 19

100. Vlassov, A.; Johnston, B.H.; Landweber, L.F.; Kazakov, S.A. Ligation activity of fragmented ribozymes in
frozen solution: Implication for the RNA world. Nucleic Acids. Res. 2004, 32, 2966–2974. [CrossRef] [PubMed]

101. Lie, L.; Biliya, S.; Vannberg, F.; Wartell, R.M. Ligation of RNA oligomers by the schistosoma mansoni
hammerhead ribozyme in frozen solution. J. Mol. Evol. 2016, 82, 81–92. [CrossRef] [PubMed]

102. Attwater, J.; Wochner, A.; Holliger, P. In-ice evolution of RNA polymerase ribozyme activity. Nat. Chem.
2013, 5, 1011–1018. [CrossRef] [PubMed]

103. Mutschler, H.; Wochner, A.; Holliger, P. Freeze–Thaw cycles as drivers of complex ribozyme assembly.
Nat. Chem. 2015, 7, 502–508. [CrossRef] [PubMed]

104. Syren, R.M.; Sanjur, A.; Fox, S.W. Proteinoid microspheres more stable in hot than in cold water. Biosystems
1985, 17, 275–280. [CrossRef]

105. Weber, A.L. Growth of organic microspherules in sugar-ammonia reactions. Orig. Life Evol. Biosphere 2005,
35, 523–536. [CrossRef] [PubMed]

106. Simoneit, B.R.T.; Rushdi, A.I.; Deamer, D.W. Abiotic formation of acylglycerols under simulated
hydrothermal conditions and self-assembly properties of such lipid products. Adv. Space Res. 2007, 40,
1649–1656. [CrossRef]

107. Toppozini, L.; Dies, H.; Deamer, D.W.; Rheinstädter, M.C. Adenosine monophosphate forms ordered arrays
in multilamellar lipid matrices: Insights into assembly of nucleic acid for primitive life. PLoS ONE 2013, 8,
e62810. [CrossRef] [PubMed]

108. Kawamura, K. Behaviour of RNA under hydrothermal conditions and the origins of life. Int. J. Astrobiol.
2004, 3, 301–309. [CrossRef]

109. Rajamani, S.; Vlassov, A.; Coombs, A.; Olasagasti, F.; Deamer, D.W. Lipid-assisted synthesis of RNA-like
polymers from mononucleotides. Orig. Life Evol. Biosphere 2008, 38, 57–74. [CrossRef] [PubMed]

110. Olasagasti, F.; Kim, H.J.; Pourmand, N.; Deamer, D.W. Non-enzymatic transfer of sequence information
under plausible prebiotic conditions. Biochimie 2011, 93, 556–561. [CrossRef] [PubMed]

111. Mungi, C.; Rajamani, S. Characterization of RNA-like oligomers from lipid-assisted nonenzymatic synthesis:
Implications for origin of informational molecules on early earth. Life 2015, 5, 65–84. [CrossRef] [PubMed]

112. DeGuzman, V.; Vercoutere, W.; Shenasa, H.; Deamer, D. Generation of oligonucleotides under hydrothermal
conditions by non-enzymatic polymerization. J. Mol. Evol. 2014, 78, 251–262. [CrossRef] [PubMed]

113. Monnard, P.-A.; Walde, P. Current ideas about prebiological compartmentalization. Life 2015, 5, 1239–1263.
[CrossRef] [PubMed]

114. Black, R.A.; Blosser, M.C.; Stottrup, B.L.; Tavakley, R.; Deamer, D.W.; Keller, S.L. Nucleobases bind to and
stabilize aggregates of a prebiotic amphiphile, providing a viable mechanism for the emergence of protocells.
Proc. Natl. Acad. Sci. USA 2013, 110, 13272–13276. [CrossRef] [PubMed]

115. Hud, N.V.; Anet, F.A.L. Intercalation-mediated synthesis and replication: A new approach to the origin of
life. J. Theor. Biol. 2000, 205, 543–562. [CrossRef] [PubMed]

© 2016 by the author; licensee MDPI, Basel, Switzerland. This article is an open access
article distributed under the terms and conditions of the Creative Commons Attribution
(CC-BY) license (http://creativecommons.org/licenses/by/4.0/).

http://dx.doi.org/10.1093/nar/gkh601
http://www.ncbi.nlm.nih.gov/pubmed/15161960
http://dx.doi.org/10.1007/s00239-016-9729-9
http://www.ncbi.nlm.nih.gov/pubmed/26897022
http://dx.doi.org/10.1038/nchem.1781
http://www.ncbi.nlm.nih.gov/pubmed/24256864
http://dx.doi.org/10.1038/nchem.2251
http://www.ncbi.nlm.nih.gov/pubmed/25991529
http://dx.doi.org/10.1016/0303-2647(85)90043-7
http://dx.doi.org/10.1007/s11084-005-0234-1
http://www.ncbi.nlm.nih.gov/pubmed/16254690
http://dx.doi.org/10.1016/j.asr.2007.07.034
http://dx.doi.org/10.1371/journal.pone.0062810
http://www.ncbi.nlm.nih.gov/pubmed/23667523
http://dx.doi.org/10.1017/S1473550405002284
http://dx.doi.org/10.1007/s11084-007-9113-2
http://www.ncbi.nlm.nih.gov/pubmed/18008180
http://dx.doi.org/10.1016/j.biochi.2010.11.012
http://www.ncbi.nlm.nih.gov/pubmed/21130835
http://dx.doi.org/10.3390/life5010065
http://www.ncbi.nlm.nih.gov/pubmed/25569237
http://dx.doi.org/10.1007/s00239-014-9623-2
http://www.ncbi.nlm.nih.gov/pubmed/24821106
http://dx.doi.org/10.3390/life5021239
http://www.ncbi.nlm.nih.gov/pubmed/25867709
http://dx.doi.org/10.1073/pnas.1300963110
http://www.ncbi.nlm.nih.gov/pubmed/23901105
http://dx.doi.org/10.1006/jtbi.2000.2084
http://www.ncbi.nlm.nih.gov/pubmed/10931751
http://creativecommons.org/
http://creativecommons.org/licenses/by/4.0/.

	Introduction 
	RNA World Hypothesis 
	Availability of the Ribonucleotides 
	General Consideration on Non-Enzymatic RNA Polymerization from Monomers 
	Chemical Activation of RNA Monomers 

	RNA Polymerization in Bulk Aqueous Media 
	Non-Enzymatic Self-Condensation of RNA Monomers in Aqueous Media 
	Non-Enzymatic, Template-Directed Polymerization of RNA Monomers in Aqueous Media 

	Heterogeneous Media as Supporting Environments for RNA Polymerization 
	Rationales behind the Heterogeneous Media and Their Nature 
	Mineral Surfaces and Formations 
	Eutectic Phases 
	Self-Assembled Molecular Systems 


	Relevance of the Various Approaches to the Non-Enzymatic RNA Polymerization 
	Conclusions 

